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Adoptive immunotherapy using chimeric antigen receptor (CAR) T cells is considered a recent CART dlsplayed effector phenotype fO"OWing

revolutionary treatment in cancer therapy. CAR T therapy has achieved great success in . .
hematological B cell malignancies. However, it has faced significant challenges in solid tumors in vitro tumor cell co-culture
due to various factors, such as complex tumor microenvironments, restricted trafficking,

impersistent antitumor activity and toxicities. True comprehensive profiling of CAR T cells requires

Dynamic functional signatures of CAR T cells were revealed by simultaneous high-parameter detection of
cytokines, transcription factors and surface markers
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